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Specification

PAXIP1 Blocking Peptide (N-term) - Product
Information

Primary Accession Q67ZW49

PAXIP1 Blocking Peptide (N-term) - Additional
Information

Gene ID 22976

Other Names

PAX-interacting protein 1, PAX
transactivation activation
domain-interacting protein, PAXIP1,
PAXIP1L, PTIP

Target/Specificity
The synthetic peptide sequence is selected
from aa 2-15 of HUMAN PAXIP1

Format

Peptides are lyophilized in a solid powder
format. Peptides can be reconstituted in
solution using the appropriate buffer as
needed.

Storage

Maintain refrigerated at 2-8°C for up to 6
months. For long term storage store at
-20°C.

Precautions

This product is for research use only. Not
for use in diagnostic or therapeutic
procedures.

PAXIP1 Blocking Peptide (N-term) - Protein
Information

Name PAXIP1
Synonyms PAXIP1L, PTIP
Function

Involved in DNA damage response and in
transcriptional regulation through histone

PAXIP1 Blocking Peptide (N-term) -
Background

Involved in DNA damage response and in
transcriptional regulation through histone
methyltransferase (HMT) complexes. Plays a
role in early development. In DNA damage
response is required for cell survival after
ionizing radiation. In vitro shown to be involved
in the homologous recombination mechanism
for the repair of double-strand breaks (DSBs).
Its localization to DNA damage foci requires
RNF8 and UBE2N. Recruits TP53BP1 to DNA
damage foci and, at least in particular repair
processes, effective DNA damage response
appears to require the association with
TP53BP1 phosphorylated by ATM at 'Ser-25'.
Together with TP53BP1 regulates ATM
association. Recruits PAGR1 to sites of DNA
damage and the PAGR1:PAXIP1 complex is
required for cell survival in response to DNA
damage; the function is probbaly independent
of MLL-containing histone methyltransferase
(HMT) complexes. Promotes ubiquitination of
PCNA following UV irradiation and may
regulate recruitment of polymerase eta and
RAD51 to chromatin after DNA damage.
Proposed to be involved in transcriptional
regulation by linking MLL-containing histone
methyltransferase (HMT) complexes to gene
promoters by interacting with promoter-bound
transcription factors such as PAX2. Associates
with gene promoters that are known to be
regulated by KMT2D/MLL2. During
immunoglobulin class switching in activated
B-cells is involved in trimethylation of histone
H3 at 'Lys-4' and in transcription initiation of
downstream switch regions at the
immunoglobulin heavy-chain (Igh) locus; this
function appears to involve the recruitment of
MLL- containing HMT complexes.

PAXIP1 Blocking Peptide (N-term) -
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involved in the homologous recombination
mechanism for the repair of double-strand
breaks (DSBs). Its localization to DNA
damage foci requires RNF8 and UBE2N.
Recruits TP53BP1 to DNA damage foci and,
at least in particular repair processes,
effective DNA damage response appears to
require the association with TP53BP1
phosphorylated by ATM at 'Ser-25".
Together with TP53BP1 regulates ATM
association. Proposed to recruit PAGR1 to
sites of DNA damage and the PAGR1:PAXIP1
complex is required for cell survival in
response to DNA damage; the function is
probably independent of MLL-containing
histone methyltransferase (HMT)
complexes. However, this function has been
questioned (By similarity). Promotes
ubiquitination of PCNA following UV
irradiation and may regulate recruitment of
polymerase eta and RAD51 to chromatin
after DNA damage. Proposed to be involved
in transcriptional regulation by linking
MLL-containing histone methyltransferase
(HMT) complexes to gene promoters by
interacting with promoter-bound
transcription factors such as PAX2.
Associates with gene promoters that are
known to be regulated by KMT2D/MLL2.
During immunoglobulin class switching in
activated B-cells is involved in
trimethylation of histone H3 at 'Lys- 4' and
in transcription initiation of downstream
switch regions at the immunoglobulin
heavy-chain (Igh) locus; this function
appears to involve the recruitment of
MLL-containing HMT complexes.
Conflictingly, its function in transcriptional
regulation during immunoglobulin class
switching is reported to be independent of
the MLL2/MLL3 complex (By similarity).

Cellular Location

Nucleus matrix
{ECO0:0000250|UniProtKB:Q6NZQ4}.
Chromosome Note=Localizes to DNA
damage foci upon ionizing radiation

PAXIP1 Blocking Peptide (N-term) -
Protocols

Provided below are standard protocols that you
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may find useful for product applications.

* Blocking Peptides
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