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Immunotag™ GRIP-1 (phospho Ser736) Polyclonal Antibody
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ITP0825

Immunotag™ GRIP-1 (phospho Ser736) Polyclonal Antibody

50 ug, 100 ug

HRP, Biotin, FITC, Alexa Fluor® 350, Alexa Fluor® 405, Alexa Fluor® 488, Alexa Fluor®
555, Alexa Fluor® 594, Alexa Fluor® 647

This product is custom manufactured with a lead time of 3-4 weeks. Once in production,
this item cannot be cancelled from an order and is not eligible for return.

GRIP-1 (Ser736)
Polyclonal
-20°C/1 year
WB,IHC-p,ELISA

Western Blot: 1/500 - 1/2000. Immunohistochemistry: 1/100 - 1/300. ELISA: 1/5000. Not yet
tested in other applications.

1 mg/ml
Human
Rabbit

The antiserum was produced against synthesized peptide derived from human NCoA2
around the phosphorylation site of Ser736. AA range:702-751

Phospho-GRIP-1 (S736) Polyclonal Antibody detects endogenous levels of GRIP-1 protein
only when phosphorylated at S736.

The antibody was affinity-purified from rabbit antiserum by affinity-chromatography using
epitope-specific immunogen

Liquid in PBS containing 50% glycerol, 0.5% BSA and 0.02% sodium azide.
NCOA2
Q15596 Q61026

NCOAZ2; BHLHE75; TIF2; Nuclear receptor coactivator 2; NCoA-2; Class E basic helix-loop-
helix protein 75; bHLHe75; Transcriptional intermediary factor 2; hTIF2


https://www.gbiosciences.com/
http://www.uniprot.org/uniprot/Q15596
http://www.uniprot.org/uniprot/Q61026
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nuclear receptor coactivator 2(NCOA2) Homo sapiens The protein encoded by this gene
functions as a transcriptional coactivator for nuclear hormone receptors, including steroid,
thyroid, retinoid, and vitamin D receptors. The encoded protein acts as an intermediary
factor for the ligand-dependent activity of these nuclear receptors, which regulate their
target genes upon binding of cognate response elements. This gene has been found to be
involved in translocations that result in fusions with other genes in various cancers,
including the lysine acetyltransferase 6A (KAT6A) gene in acute myeloid leukemia, the ETS
variant 6 (ETV6) gene in acute lymphoblastic leukemia, and the hes related family bHLH
transcription factor with YRPW motif 1 (HEY1) gene in mesenchymal chondrosarcoma.
Alternative splicing results in multiple transcript variants. [provided by RefSeq, Mar 2016],

Epithelium,Placenta,Spinal cord,Testis,

nucleus,nucleoplasm,cytoplasm,

disease:Chromosomal aberrations involving NCOA2 may be a cause of acute myeloid
leukemias. Inversion inv(8)(pl1l;gl13) generates the MYST3-NCOA2 oncogene, which
consists of the N-terminus part of MYST3/MOZ and the C-terminus part of NCOA2/TIF2.
MYST3-NCOAZ2 binds to CREBBP and disrupts its function in transcription
activation.,domain:Contains 2 C-terminal transcription activation domains (AD1 and AD2)
that can function independently.,domain:Contains four Leu-Xaa-Xaa-Leu-Leu (LXXLL)
motifs. The LXXLL motifs are essential for the association with nuclear receptors and are,
at least in part, functionally redundant.,domain:The LLXXLXXXL motif is involved in
transcriptional coactivation and CREBBP/CBP binding.,function:Transcriptional coactivator
for steroid receptors and nuclear receptors. Coactivator of the steroid binding domain (AF-
2) but not of the modulating N-terminal domain (AF-1). Required with NCOAL1 to control
energy balance between white and brown adipose tissues.,PTM:Phosphorylated upon DNA
damage, probably by ATM or ATR.,similarity:Belongs to the SRC/p160 nuclear receptor
coactivator family.,similarity:Contains 1 basic helix-loop-helix (bHLH)
domain.,similarity:Contains 1 PAS (PER-ARNT-SIM) domain.,subunit:Present in a complex
containing CARM1 and EP300/P300, and interacts with CARM1 and NR3C2 (By similarity).
Present in a complex containing NCOA3, IKKA, IKKB, IKBKG and CREBBP. Interacts (via C-
terminus) with CREBBP. Interacts with HIF1LA, NCOA1, APEX and NR3C1. Interacts with
CASP8AP2 and TTLL5/STAMP. Interacts with ESR1, RARA and RXRA.,
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