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Recombinant fusion protein containing a sequence corresponding to amino
acids 1-245 of human EXOSC4 (NP_061910.1).

54512

EXOSC4

WB 1:500 - 1:2000

Affinity purification

For Research Use Only (RUO).

Exosome complex component RRP41 Exosome component 4 Ribosomal
RNA-processing protein 41 p12A

26.383 kDa

Polyclonal

Unconjugated

19G

PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Store at -20C. Avoid freeze / thaw cycles.
HGNC.:181890MIM:606491Reactome:R-HSA-380994

Exosome complex component RRP41 Exosome component 4 Ribosomal


https://www.ncbi.nlm.nih.gov/gene/54512
http://www.genecards.org/cgi-bin/carddisp.pl?gene=EXOSC4
https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:18189
https://www.omim.org/entry/606491
https://reactome.org/PathwayBrowser/#/R-HSA-380994&FLG=Q9NPD3

Function

Cédlular Localization

RNA-processing protein 41 p12A

Non-catalytic component of the RNA exosome complex which has 3'->5'
exoribonuclease activity and participates in a multitude of cellular RNA
processing and degradation events, In the nucleus, the RNA exosome complex
isinvolved in proper maturation of stable RNA species such asrRNA, snRNA
and snoRNA, in the elimination of RNA processing by-products and non-
coding 'pervasive' transcripts, such as antisense RNA species and promoter-
upstream transcripts (PROMPTS), and of mMRNAs with processing defects,
thereby limiting or excluding their export to the cytoplasm, The RNA
exosome may be involved in Ig class switch recombination (CSR) and/or Ig
variable region somatic hypermutation (SHM) by targeting AICDA
deamination activity to transcribed dsDNA substrates, In the cytoplasm, the
RNA exosome complex isinvolved in general mRNA turnover and
specifically degradesinherently unstable mRNAS containing AU-rich
elements (ARES) within their 3' untranglated regions, and in RNA surveillance
pathways, preventing translation of aberrant mMRNAS, It seemsto beinvolved
in degradation of histone MRNA, The catalytic inactive RNA exosome core
complex of 9 subunits (Exo-9) is proposed to play a pivota rolein the binding
and presentation of RNA for ribonucleolysis, and to serve as a scaffold for the
association with catalytic subunits and accessory proteins or complexes,
EXOSC4 binds to ARE-containing RNAS,
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