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Note

The protein encoded by this gene belongs to the family of P-type cation
transport ATPases, and to the subfamily of Na+/K+ -ATPases. Na+/K+ -
ATPase is an integral membrane protein responsible for establishing and
maintaining the electrochemical gradients of Naand K ions across the
plasma membrane. These gradients are essential for osmoregulation, for
sodium-coupled transport of avariety of organic and inorganic molecules,
and for electrical excitability of nerve and muscle. Thisenzymeis
composed of two subunits, alarge catalytic subunit (alpha) and a smaller
glycoprotein subunit (beta). The catalytic subunit of Nat+/K+ -ATPaseis
encoded by multiple genes. This gene encodes an alpha 1 subunit.
Multiple transcript variants encoding different isoforms have been found
for this gene.

STJ114280
Rabbit

Human, Mouse
wB

Recombinant fusion protein containing a sequence corresponding to amino
acids 551-850 of human ATP1A1 (NP_000692.2).

476

ATP1A1

WB 1:500 - 1:2000

Affinity purification

For Research Use Only (RUO).


https://www.ncbi.nlm.nih.gov/gene/476
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ATP1A1
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Sodium/potassium-transporting ATPase subunit alpha-1 Na(+ /K (+ ATPase
alpha-1 subunit

112.896 kDa

Polyclonal

Unconjugated

1gG

PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Store at -20C. Avoid freeze / thaw cycles.
HGNC:7990M 1M :182310Reactome:R-HSA-5578775

Sodium/potassium-transporting ATPase subunit alpha-1 Na(+ /K (+ ATPase
alpha-1 subunit

Thisisthe catalytic component of the active enzyme, which catalyzes the
hydrolysis of ATP coupled with the exchange of sodium and potassium ions
across the plasma membrane, This action creates the el ectrochemical gradient
of sodium and potassium ions, providing the energy for active transport of
various nutrients

Cell membrane, sarcolemma

Phosphorylation on Tyr-10 modulates pumping activity, Phosphorylation of
Ser-943 by PKA modulates the response of ATP1A1 to PKC,
Dephosphorylation by protein phosphatase 2A (PP2A) following increasesin
intracellular sodium, leading to increase catalytic activity ,
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:799
https://www.omim.org/entry/182310
https://reactome.org/PathwayBrowser/#/R-HSA-5578775&FLG=P05023

