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This gene encodes a member of the bromodomain protein family. The
bromodomain is a structural motif characteristic of proteinsinvolved in
chromatin-dependent regulation of transcription. This geneis deleted in
Williams-Beuren syndrome, a developmental disorder caused by deletion
of multiple genes at 7g11.23.

STJ114419

Rabbit

Human, Mouse, Rat
WB

Recombinant fusion protein containing a sequence corresponding to amino
acids 1-260 of human BAZ1B (NP_115784.1).

9031
BAZ1B
WB 1:500 - 1:2000

Ubiquitously expressed with high levels of expression in heart, brain,
placenta, skeletal muscle and ovary

Affinity purification

For Research Use Only (RUO).
Tyrosine-protein kinase BAZ1B
170.903 kDa

Polyclonal


https://www.ncbi.nlm.nih.gov/gene/9031
http://www.genecards.org/cgi-bin/carddisp.pl?gene=BAZ1B
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PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Store at -20C. Avoid freeze / thaw cycles.
HGNC:9610MIM:605681Reactome:R-HSA-5250924

Tyrosine-protein kinase BAZ1B

Atypical tyrosine-protein kinase that plays a central role in chromatin
remodeling and acts as a transcription regul ator, Involved in DNA damage
response by phosphorylating 'Tyr-142' of histone H2AX (H2AXY 142ph),
H2AXY 142ph plays a central rolein DNA repair and acts as amark that
distinguishes between apoptotic and repair responses to genotoxic stress,
Essential component of the WICH complex, a chromatin remodeling complex
that mobilizes nucleosomes and reconfigures irregular chromatin to aregular
nucleosomal array structure, The WICH complex regul ates the transcription of
various genes, hasarole in RNA polymerase | and RNA polymerase ||
transcription, mediates the histone H2AX phosphorylation at 'Tyr-142', and is
involved in the maintenance of chromatin structures during DNA replication
processes, |n the complex, it mediates the recruitment of the WICH complex
to replication foci during DNA replication,
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:961
https://www.omim.org/entry/605681
https://reactome.org/PathwayBrowser/#/R-HSA-5250924&FLG=Q9UIG0

