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Note

This gene encodes a member of the tripartite motif (TRIM) family. The
TRIM motif includes three zinc-binding domains, a RING, a B-box type 1
and a B-box type 2, and a coiled-cail region. The encoded protein is part
of the RoSSA ribonucleoprotein, which includes a single polypeptide and
one of four small RNA molecules. The RoSSA particle localizes to both
the cytoplasm and the nucleus. RoOSSA interacts with autoantigensin
patients with Sjogren syndrome and systemic lupus erythematosus.
Alternatively spliced transcript variants for this gene have been described
but the full-length nature of only one has been determined.

STJ115508

Rabbit

Human, Mouse, Rat
IF, IHC, WB

Recombinant fusion protein containing a sequence corresponding to amino
acids 80-330 of human TRIM21 (NP_003132.2).

6737
TRIM21

WB 1:500 - 1:2000
IHC 1:50 - 1:200
IF 1:50 - 1:200

Isoform 1 and isoform 2 are expressed in fetal and adult heart and fetal lung
Affinity purification
For Research Use Only (RUO).


https://www.ncbi.nlm.nih.gov/gene/6737
http://www.genecards.org/cgi-bin/carddisp.pl?gene=TRIM21
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E3 ubiquitin-protein ligase TRIM21

54.17 kDa

Polyclonal

Unconjugated

1gG

PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Store at -20C. Avoid freeze / thaw cycles.
HGNC:113120MI1M:109092Reactome:R-HSA-1834941

E3 ubiquitin-protein ligase TRIM21

E3 ubiquitin-protein ligase whose activity is dependent on E2 enzymes,
UBE2D1, UBE2D2, UBE2E1 and UBE2E2, Forms a ubiquitin ligase complex
in cooperation with the E2 UBE2D2 that is used not only for the
ubiquitination of USP4 and IKBKB but also for its self-ubiquitination,
Component of cullin-RING-based SCF (SKP1-CUL 1-F-box protein) E3
ubiquitin-protein ligase complexes such as SCF(SKP2)-like complexes, A
TRIM21-containing SCF(SKP2)-like complex is shown to mediate
ubiquitination of CDKN1B (‘Thr-187' phosphorylated-form), thereby
promoting its degradation by the proteasome, Monoubiquitinates IKBKB that
will negatively regulates Tax-induced NF-kappa-B signaling, Negatively
regulates | FN-beta production post-pathogen recognition by polyubiquitin-
mediated degradation of IRF3, Mediates the ubiquitin-mediated proteasomal
degradation of 1gG1 heavy chain, which islinked to the VCP-mediated ER-
associated degradation (ERAD) pathway, Promotes |RF8 ubiquitination,
which enhanced the ability of IRF8 to stimulate cytokine genes transcription
in macrophages, Plays arole in the regulation of the cell cycle progression,
Enhances the decapping activity of DCP2, Exists as a ribonucleoprotein
particle present in all mammalian cells studied and composed of asingle
polypeptide and one of four small RNA molecules, At least two isoforms are
present in nucleated and red blood cells, and tissue specific differencesin
RO/SSA proteins have been identified, The common feature of these proteins
istheir ability to bind HY RNAS,2, Involved in the regulation of innate
immunity and the inflammatory response in response to |FNG/IFN-gamma,
Organizes autophagic machinery by serving as a platform for the assembly of
ULK1, Beclin /BECN1 and ATG8 family members and recognizes specific
autophagy targets, thus coordinating target recognition with assembly of the
autophagic apparatus and initiation of autophagy, Acts as an autophagy
receptor for the degradation of IRF3, hence attenuating type | interferon
(IFN)-dependent immune responses,

Cytoplasm,
Autoubiquitinated
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:11312
https://www.omim.org/entry/109092
https://reactome.org/PathwayBrowser/#/R-HSA-1834941&FLG=P19474

