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—FIM1

The protein encoded by this gene belongs to the Ser/Thr protein kinase
family, and PIM subfamily. This geneis expressed primarily in B-
lymphoid and myeloid cell lines, and is overexpressed in hematopoietic
malignancies and in prostate cancer. It playsarolein signal transduction
in blood cells, contributing to both cell proliferation and survival, and thus
provides a selective advantage in tumorigenesis. Both the human and
orthologous mouse genes have been reported to encode two isoforms (with
preferential cellular localization) resulting from the use of aternative in-
frame trandlation initiation codons, the upstream non-AUG (CUG) and
downstream AUG codons (PM1Ds:16186805, 1825810).

STJ116142

Rabbit

Human, Mouse, Rat
wWB

Recombinant fusion protein containing a sequence corresponding to amino
acids 1-313 of human PIM1 (NP_002639.1).

5292
PIM1
WB 1:500 - 1:2000

Expressed primarily in cells of the hematopoietic and germline lineages,
Isoform 1 and isoform 2 are both expressed in prostate cancer cell lines

Affinity purification
For Research Use Only (RUO).


https://www.ncbi.nlm.nih.gov/gene/5292
http://www.genecards.org/cgi-bin/carddisp.pl?gene=PIM1
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Serine/threonine-protein kinase pim-1

45.412 kDa

Polyclonal

Unconjugated

1gG

PBS with 0.02% sodium azide, 50% glycerol, pH7.3.
Store at -20C. Avoid freeze / thaw cycles.
HGNC:89860M | M:164960Reactome:R-HSA-6785807

Serine/threonine-protein kinase pim-1

Proto-oncogene with serine/threonine kinase activity involved in cell survival
and cell proliferation and thus providing a selective advantage in
tumorigenesis, Exerts its oncogenic activity through: the regulation of MY C
transcriptional activity, the regulation of cell cycle progression and by
phosphorylation and inhibition of proapoptotic proteins (BAD, MAP3K5,
FOX03), Phosphorylation of MY C leads to an increase of MY C protein
stability and thereby an increase of transcriptional activity, The stabilization of
MY C exerted by PIM1 might explain partly the strong synergism between
these two oncogenes in tumorigenesis, Mediates survival signaling through
phosphorylation of BAD, which induces release of the anti-apoptotic protein
Bcl-X(L)/BCL2L1, Phosphorylation of MAP3KY5, an other proapoptotic
protein, by PIM1, significantly decreases MAP3K5 kinase activity and
inhibits MAP3K5-mediated phosphorylation of INK and INK/p38MAPK
subsequently reducing caspase-3 activation and cell apoptosis, Stimulates cell
cycle progression at the G1-S and G2-M transitions by phosphorylation of
CDC25A and CDC25C, Phosphorylation of CDKN1A, aregulator of cell
cycle progression at G1, resultsin the relocation of CDKN1A to the
cytoplasm and enhanced CDKNZ1A protein stahility, Promote cell cycle
progression and tumorigenesis by down-regulating expression of a regulator
of cell cycle progression, CDKN1B, at both transcriptional and post-
tranglational levels, Phosphorylation of CDKN1B,induces 14-3-3-proteins
binding, nuclear export and proteasome-dependent degradation, May affect
the structure or silencing of chromatin by phosphorylating HP1
gamma/CBX 3, Acts also as aregulator of homing and migration of bone
marrow cellsinvolving functional interaction with the CXCL12-CXCR4
signaling axis,

Cytoplasm, Nucleus

Autophosphorylated on both serine/threonine and tyrosine residues,
Phosphorylated, Interaction with PPP2CA promotes dephosphorylation,
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:8986
https://www.omim.org/entry/164960
https://reactome.org/PathwayBrowser/#/R-HSA-6785807&FLG=P11309

