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Unconjugated Rabbit polyclonal to SPT4H

STJ190203

Rabbit

Human

ELISA, WB

Synthesized peptide derived from human SPT4H protein.
40-120aa

6827

SUPT4H1

WB 1:500-2000 ELISA 1:5000-20000

SPT4H Polyclonal Antibody detects endogenous levels of protein.
Widely expressed.

SPT4H antibody was affinity-purified from rabbit antiserum by affinity-
chromatography using epitope-specific immunogen.

For Research Use Only (RUO).

Transcription elongation factor SPT4 hSPT4 DRB sensitivity-inducing factor
14 kDa subunit DSIF p14 DRB sensitivity-inducing factor small subunit DSIF
small subunit

12 kDa
Polyclonal


https://www.ncbi.nlm.nih.gov/gene/6827
http://www.genecards.org/cgi-bin/carddisp.pl?gene=SUPT4H1
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Cedllular Localization

Unconjugated

1gG

Liquid form in PBS containing 50% glycerol,and 0.02% sodium azide.
1 mg/mi

Store at -20°C, and avoid repest freeze-thaw cycles.
HGNC:114670MIM:603555

Transcription elongation factor SPT4 hSPT4 DRB sensitivity-inducing factor
14 kDa subunit DSIF p14 DRB sensitivity-inducing factor small subunit DSIF
small subunit

Component of the DRB sensitivity-inducing factor complex (DSIF complex),
which regulates mMRNA processing and transcription elongation by RNA
polymerase |1. DSIF positively regulates mRNA capping by stimulating the
MRNA guanylyltransferase activity of RNGTT/CAP1A. DSIF aso acts
cooperatively with the negative elongation factor complex (NELF complex) to
enhance transcriptional pausing at sites proximal to the promoter.
Transcriptional pausing may facilitate the assembly of an elongation
competent RNA polymerase || complex. DSIF and NELF promote pausing by
inhibition of the transcription elongation factor TFIIS/S-I1. TRIIS/S-I1 binds to
RNA polymerase | at transcription pause sites and stimul ates the weak
intrinsic nuclease activity of the enzyme. Cleavage of blocked transcripts by
RNA polymerase |1 promotes the resumption of transcription from the new 3'
terminus and may allow repeated attempts at transcription through natural
pause sites. DSIF can also positively regulate transcriptional elongation and is
required for the efficient activation of transcriptional elongation by the HIV-1
nuclear transcriptional activator, Tat. DSIF acts to suppress transcriptional
pausing in transcripts derived from the HIV-1 LTR and blocks premature
release of HIV-1 transcripts at terminator sequences.
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:11467
https://www.omim.org/entry/603555

