Anti-A Cyclase VII antibody
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Rabbit polyclonal to A Cyclase VII.

STJ91399

Rabbit

Human, Mouse

ELISA, IF, IHC

Synthesized peptide derived from human A Cyclase VI
160-240 aa, Internal

113

ADCY7

IHC 1:100-1:300I F 1:200-1:1000EL | SA 1:5000

A Cyclase VIl Polyclonal Antibody detects endogenous levels of A Cyclase
VII protein.

The antibody was affinity-purified from rabbit antiserum by affinity-
chromatography using epitope-specific immunogen.

For Research Use Only (RUO).

Adenylate cyclase type 7 ATP pyrophosphate-lyase 7 Adenylate cyclase type
VIl Adenylyl cyclase 7

120.308 kDa
Polyclonal
Unconjugated


https://www.ncbi.nlm.nih.gov/gene/113
http://www.genecards.org/cgi-bin/carddisp.pl?gene=ADCY7
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Sequence and Domain Family

Cedllular Localization

1gG

Liquid in PBS containing 50% glyceral, 0.5% BSA and 0.02% sodium azide.
1 mg/ml

Store at -20°C, and avoid repeat freeze-thaw cycles.
HGNC:2380MI1M:600385

Adenylate cyclase type 7 ATP pyrophosphate-lyase 7 Adenylate cyclase type
VIl Adenylyl cyclase 7

Thisis amembrane-bound, calcium-inhibitable adenylyl cyclase.

The protein contains two modules with six transmembrane helices each; both
arerequired for catalytic activity. Isolated N-terminal or C-terminal guanylate
cyclase domains have no catalytic activity, but when they are brought
together, enzyme activity isrestored. The active siteis at the interface of the
two domains. Both contribute substrate-binding residues, but the catalytic
metal ions are bound exclusively viathe N-terminal guanylate cyclase
domain.

Membrane. Multi-pass membrane protein.

St John'sLaboratory Ltd

F +44 (0)207 681 2580 W http://www.stjohnsl abs.com/
T +44 (0)208 223 3081 E info@stjohnslabs.com


https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:238
https://www.omim.org/entry/600385

