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Protein Name
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Clonality

Rabbit polyclonal to hnRNP DO.

STJ93562

Rabbit

Human, Mouse, Rat
ELISA, IF, IHC, WB

Synthesized peptide derived from human hnRNP DO around the non-
phosphorylation site of S83.

20-100 aa

3184

HNRNPD

WB 1:500-1:2000/HC 1:100-1:300IF 1:200-1:1000EL|SA 1:20000

hnRNP DO Polyclonal Antibody detects endogenous levels of hnRNP DO
protein.

The antibody was affinity-purified from rabbit antiserum by affinity-
chromatography using epitope-specific immunogen.

For Research Use Only (RUO).

Heterogeneous nuclear ribonucleoprotein DO hnRNP DO AU-rich element
RNA-binding protein 1

38 kDa
Polyclonal


https://www.ncbi.nlm.nih.gov/gene/3184
http://www.genecards.org/cgi-bin/carddisp.pl?gene=HNRNPD
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Unconjugated

1gG

Liquid in PBS containing 50% glycerol, 0.5% BSA and 0.02% sodium azide.
1 mg/mi

Store at -20°C, and avoid repest freeze-thaw cycles.
HGNC:50360MI1M:601324

Heterogeneous nuclear ribonucleoprotein DO hnRNP DO AU-rich element
RNA-binding protein 1

Binds with high affinity to RNA molecules that contain AU-rich elements
(ARES) found within the 3-UTR of many proto-oncogenes and cytokine
MRNASs. Also bindsto double- and single-stranded DNA sequencesin a
specific manner and functions a transcription factor. Each of the RNA-binding
domains specifically can bind solely to a single-stranded non-monotonous 5'-
UUAG-3' sequence and also weaker to the single-stranded 5-TTAGGG-3'
telomeric DNA repeat. Binds RNA oligonucleotides with 5-UUAGGG-3'
repeats more tightly than the telomeric single-stranded DNA 5-TTAGGG-3
repeats. Binding of RRM1 to DNA inhibits the formation of DNA quadruplex
structure which may play arole in telomere elongation. May be involved in
trandationally coupled mRNA turnover. Implicated with other RNA-binding
proteins in the cytoplasmic deadenylation/trand ational and decay interplay of
the FOS mRNA mediated by the major coding-region determinant of
instability (mCRD) domain. May play arolein the regulation of the rhythmic
expression of circadian clock core genes. Directly binds to the 3UTR of
CRY 1 mRNA and induces CRY 1 rhythmic translation. May also be involved
in the regulation of PER2 tranglation.

Nucleus. Cytoplasm. Localized in cytoplasmic mRNP granules containing
untranslated mRNAs. Component of ribonucleosomes. Cytoplasmic
localization oscillates diurnally.

Arg-345 is dimethylated, probably to asymmetric dimethylarginine,;
Methylated by PRMT1, in an insulin-dependent manner. The PRMT1-
mediated methylation regulates tyrosine phosphorylation .
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https://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=HGNC:5036
https://www.omim.org/entry/601324

