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Conjugation

Rabbit polyclonal to KV9.2.

STJ93881

Rabbit

Human, Mouse, Rat

ELISA, WB

Synthesized peptide derived from human KV9.2

170-250 aa, Internal

3788

KCNS2

WB 1:500-1:2000EL I SA 1:40000

KV9.2 Polyclonal Antibody detects endogenous levels of KV 9.2 protein.

The antibody was affinity-purified from rabbit antiserum by affinity-
chromatography using epitope-specific immunogen.

For Research Use Only (RUO).

Potassium voltage-gated channel subfamily S member 2 Delayed-rectifier K +
channel alpha subunit 2 Voltage-gated potassium channel subunit Kv9.2

54 kDa
Polyclonal
Unconjugated


https://www.ncbi.nlm.nih.gov/gene/3788
http://www.genecards.org/cgi-bin/carddisp.pl?gene=KCNS2
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Cedllular Localization

1gG

Liquid in PBS containing 50% glyceral, 0.5% BSA and 0.02% sodium azide.
1 mg/ml

Store at -20°C, and avoid repeat freeze-thaw cycles.
HGNC:63010MIM:602906

Potassium voltage-gated channel subfamily S member 2 Delayed-rectifier K +
channel alpha subunit 2 Voltage-gated potassium channel subunit Kv9.2

Potassium channel subunit that does not form functional channels by itself.
Can form functional heterotetrameric channels with KCNB1 and KCNB2;
modulates the delayed rectifier voltage-gated potassium channel activation
and deactivation rates of KCNB1 and KCNB2.

The transmembrane segment S4 functions as voltage-sensor and is
characterized by a series of positively charged amino acids at every third
position. Channel opening and closing is effected by a conformation change
that affects the position and orientation of the voltage-sensor paddle formed
by S3 and $4 within the membrane. A transmembrane electric field that is
positive inside would push the positively charged $4 segment outwards,
thereby opening the pore, while afield that is negative inside would pull the
4 segment inwards and close the pore. Changes in the position and
orientation of S4 are then transmitted to the activation gate formed by the
inner helix bundle viathe $4-S5 linker region.

Cell membrane. May not reach the plasma membrane but remain in an
intracellular compartment in the absence of KCNB1 or KCNB2.
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